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<210> 1 

<211> 1389 

<212> DNA 

<213> homo sapiens 



<400> 1 
atggcgtccc 


cggcgctggc 


ggcggcgctg 


gcggtggcgg 


cagcggcggg 


ccccaatgcg 


60 


agcggcgcgg 


gcgagagggg 


cagcggcggg 


gttgccaatg 


cctcgggggc 


ttcctggggg 


120 


ccgccgcgcg 


gccagtactc 


ggcgggcgcg 


gtggcagggc 


tggctgccgt 


ggtgggcttc 


180 


ctcatcgtct 


tcaccgtggt 


gggcaacgtg 


ctggtggtga tcgccgtgct 


gaccagccgg 


240 


gcgctgcgcg 


cgccacagaa 


cctcttcctg 


gtgtcgctgg 


cctcggccga 


catcctggtg 


300 


gccacgctgg 


tcatgccctt 


ctcgttggcc 


aacgagctca tggcctactg 


gtacttcggg 


360 


caggtgtggt 


gcggcgtgta 


cctggcgctc 


gatgtgctgt 


tttgcacctc 


gtcgatcgtg 


420 


catctgtgtg 


ccatcagcct 


ggaccgctac 


tggtcggtga 


cgcaggccgt 


cgagtacaac 


a o r\ 

480 


ctgaagcgca 


caccacgccg 


cgtcaaggcc 


accatcgtcg 


ccgtgtggct 


catctcggcc 


540 


gtcatctcct 


tcccgccgct 


ggtctcgctc 


taccgccagc 


ccgacggcgc 


cgcctacccg 


600 


cagtgcggcc tcaacgacga gacctggtac atcctgtcct cctgcatcgg 


ctccttcttc 


660 


gcgccctgcc 


tcatcatggg 


cctggtctac 


gcgcgcatct 


accgagtggc 


caagctgcgc 


720 


acgcgcacgc 


tcagcgagaa 


gcgcgccccc 


gtgggccccg 


acggtgcgtc 


cccgactacc 


780 


gaaaacgggc 


tgggcgcggc 


ggcaggcgca 


ggcgagaacg 


ggcactgcgc 


gcccccgccc 


840 


gccgacgtgg 


agccggacga 


gagcagcgca 


gcggccgaga 


ggcggcggcg 


ccggggcgcg 


900 


ttgcggcggg 


gcgggcggcg 


gcgagcgggc 


gcggaggggg 


gcgcgggcgg 


tgcggacggg 


960 


cagggggcgg 


ggccgggggc 


ggctgagtcg 


ggggcgctga 


ccgcctccag 


gtccccgggg 


1020 


cccggtggcc 


gcctctcgcg 


cgccagctcg 


cgctccgtcg 


agttcttcct 


gtcgcgccgg 


1080 


cgccgggcgc 


gcagcagcgt 


gtgccgccgc 


aaggtggccc 


aggcgcgcga 


gaagcgcttc 


1140 


acctttgtgc 


tggctgtggt 


catgggcgtg 


ttcgtgctct 


gctggttccc 


cttcttcttc 


1200 


agctacagcc 


tgtacggcat 


ctgccgcgag 


gcctgccagg 


•tgcccggccc 


gctcttcaag 


1260 


ttcttcttct 


ggatcggcta 


ctgcaacagc 


tcgctcaacc 


cggtcatcta 


cacggtcttc 


1320 


aaccaggatt 


tccggcgatc 


ctttaagcac 


atcctcttcc 


gacggaggag 


aaggggcttc 


1380 


aggcagtga 












1389 
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<210> 2 

<211> 12 

<212> DNA 

<213> homo sapiens 

<400> 2 

ggggcggggc eg 12 

<210> 3 

<211> 1360 

<212> DNA 

<213> homo sapiens 

<400> 3 



atggcgtccc 


cggcgctggc 


ggcggcgctg 


gcggtggcgg 


cageggeggg 


ccccaatgcg 


60 


ageggegegg 


gcgagagggg 


cageggeggg 


gttgccaatg 


cctcgggggc 


ttcctggggg 


120 


ccgccgcgcg 


gccagtactc 


ggcgggcgcg 


gtggcagggc 


tggctgccgt 


ggtgggcttc 


180 


ctcatcgtct 


tcaccgtggt 


gggcaacgtg 


ctggtggtga 


tcgccgtgct 


gaccagccgg 


240 


gcgctgcgcg 


cgccacagaa 


cctcttcctg 


gtgtcgctgg 


cctcggccga 


catcctggtg 


300 


gccacgctgg 


tcatgccctt 


ctcgttggcc 


aacgagctca 


tggcctactg 


gtacttcggg 


360 


caggtgtggt 


gcggcgtgta 


cctggcgctc 


gatgtgctgt 


trtgcacctc 


gtcgatcgtg 


420 


catctgtgtg 


ccatcagcct 


ggaccgctac tggtcggtga 


cgcaggccgt 


cgagtacaac 


480 


ctgaagegea 


caccacgccg 


cgtcaaggcc 


accatcgtcg 


ccgtgtggct 


catctcggcc 


540 


gtcatctcct 


tcccgccgct 


ggtctcgctc 


taccgccagc 


ccgacggcgc 


cgcctacccg 


600 


cagtgcggcc 


tcaacgacga 


gacctggtac 


atcctgtcct 


cctgcatcgg 


ctccttcttc 


660 


gcgccctgcc 


tcatcatggg 


cctggtctac 


gcgcgcatct 


accgagtggc 


caagctgcgc 


720 


acgcgcacgc 


teagegagaa 


gcgcgccccc 


gtgggccccg 


acggtgcgtc 


cccgactacc 


780 


gaaaaeggge 


tgggegegge 


ggcaggegea 


ggcgagaacg 


ggcactgcgc 


gcccccgccc 


840 


gccgacgtgg 


ageeggaega 


gagcagegea 


geggecgaga 


ggcggcggcg 


ccggggcgcg 


900 


ttgcggcggg 


gcgggcggcg 


gegageggge 


gcggaggggg 


gegegggegg 


tgcgga'cggg 


960 


cagggggegg 


ctgagtcggg 


ggcgctgacc 


gcctccaggt 


ccccggggcc 


cggtggccgc 


1020 


ctctcgcgcg 


ccagctcgcg 


ctccgtcgag 


ttcttcctgt 


cgcgccggcg 


ccgggcgcgc 


1080 


agcagcgtgn 


gccgccgcaa 


ggtggcccag 


gegegegaga 


agcgcttcac 


ctttgtgctg 


1140 


gctgtggtca 


tgggcgtgtt 


cgtgctctgc 


tggttcccct 


tcttcttcag 


ctacagcctg 


1200 


tacggcatcn 


gccgcgaggc 


ctgccaggtg 


cccggcccgc 


tcttcaagtt 


cttcttctgg 


1260 


ateggctact 


gcaacagctc 


gctcaacccg 


gtcatctaca 


eggtcttcaa 


ccaggatttc 


1320 


cggcgatcct 


ttaagcacat 


cctcttccga 


eggaggagaa 






1360 



<210> 4 

<211> 12 

<212> DNA 

<213> homo sapiens 

<400> 4 
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ggggcggctg ag 12 

<210> 5 

<211> 462 

<212> PRT 

<213> homo sapiens 

<400> 5 

Met Ala Ser Pro Ala Leu Ala Ala Ala Leu Ala Val Ala Ala Ala Ala 
1 5 10 15 

Gly Pro Asn Ala Ser Gly Ala Gly Glu Arg Gly ser Gly Gly val Ala 
20 25 30 

Asn Ala Ser Gly Ala Ser Trp Gly Pro Pro Arg Gly Gin Tyr ser Ala 
35 40 " 45 

Gly Ala Val Ala Gly Leu Ala Ala val val Gly Phe Leu lie val Phe 
50 55 60 

Thr val Val Gly Asn val Leu Val val lie Ala Val Leu Thr Ser Arg 
65 70 75 80 

Ala Leu Arg Ala Pro Gin Asn Leu Phe Leu Val Ser Leu Ala Ser Ala 
85 90 95 

Asp lie Leu Val Ala Thr Leu Val Met Pro Phe Ser Leu Ala Asn Glu 
100 105 110 

Leu Met Ala Tyr Trp Tyr Phe Gly Gin Val Trp Cys Gly Val Tyr Leu 
115 120 125 

Ala Leu Asp val Leu Phe cys Thr Ser Ser lie Val His Leu Cys Ala 
130 135 140 

lie ser Leu Asp Arg Tyr Trp Ser val Thr Gin Ala Val Glu Tyr Asn 
145 150 155 160 

Leu Lys Arg Thr Pro Arg Arg Val Lys Ala Thr lie val Ala Val Trp 
165 170 175 

Leu lie Ser Ala Val lie Ser Phe Pro Pro Leu Val Ser Leu Tyr Arg 
180 185 190 

Gin Pro Asp Gly Ala Ala Tyr Pro Gin Cys Gly Leu Asn Asp Glu Thr 
195 200 205 

Trp Tyr lie Leu ser ser Cys lie Gly ser phe Phe Ala Pro Cys Leu 
210 215 220 

lie Met Gly Leu Val Tyr Ala Arg lie Tyr Arg Val Ala Lys Leu Arg 
225 230 235 240 
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Thr Arg Thr Leu ser Glu Lys Arg Ala Pro val Gly Pro Asp Gly Ala 
245 ~ 250 255 

ser Pro Thr Thr Glu Asn Gly Leu Gly Ala Ala Ala Gly Ala Gly Glu 
260 265 270 

Asn Gly His cys Ala Pro Pro Pro Ala Asp val Glu Pro Asp Glu ser 
275 280 285 

Ser Ala Ala Ala Glu Arg Arg Arg Arg Arg Gly Ala Leu Arg Arg Gly 
290 295 300 

Gly Arg Arg Arg Ala Gly Ala Glu Gly Gly Ala Gly Gly Ala Asp Gly 
305 ~ 310 315 320 

Gin Gly Ala Gly Pro Gly Ala Ala Glu ser Gly Ala Leu Thr Ala Ser 
325 330 335 

Arg Ser Pro Gly Pro Gly Gly Arg Leu Ser Arg Ala Ser Ser Arg Ser 
340 345 350 

Val Glu Phe Phe Leu Ser Arg Arg Arg Arg Ala Arg ser Ser Val Cys 
355 360 ~ 365 

Arg Arg Lys val Ala Gin Ala Arg Glu Lys Arg Phe Thr Phe Val Leu 
370 375 " 380 

Ala Val val Met Gly val Phe Val Leu cys Trp Phe Pro Phe Phe Phe 
385 390 395 400 

ser Tyr ser Leu Tyr Gly lie cys Arg Glu Ala cys Gin val Pro Gly 
405 410 ' 415 

Pro Leu Phe Lys Phe Phe Phe Trp lie Gly Tyr cys Asn ser ser Leu 
420 425 430 

Asn Pro val lie Tyr Thr val Phe Asn Gin Asp Phe Arg Arg ser Phe 
435 440 445 

Lys His lie Leu Phe Arg Arg Arg Arg Arg Gly Phe Arg Gin 
450 455 460 

<210> 6 

<211> 4 

<212> PRT 

<213> homo sapiens 

<400> 6 

Gly Ala Gly Pro 
1 

<210> 7 
<211> 458 
<212> PRT 
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<213> homo sapiens 
<400> 7 

Met Ala Ser Pro Ala Leu Ala Ala Ala Leu Ala val Ala Ala Ala Ala 
15 10 15 

Gly Pro Asn Ala ser Gly Ala Gly Glu Arg Gly Ser Gly Gly Val Ala 
20 25 30 

Asn Ala Ser Gly Ala Ser Trp Gly Pro Pro Arg Gly Gin Tyr Ser Ala 
35 40 45 

Gly Ala val Ala Gly Leu Ala Ala Val val Gly Phe Leu lie val Phe 
50 55 60 

Thr Val Val Gly Asn Val Leu Val Val lie Ala val Leu Thr Ser Arg 
65 70 75 80 

Ala Leu Arg Ala Pro Gin Asn Leu Phe Leu val Ser Leu Ala ser Ala 
85 90 95 

Asp lie Leu val Ala Thr Leu val Met pro Phe ser Leu Ala Asn Glu 
100 105 110 

Leu Met Ala Tyr Trp Tyr Phe Gly Gin val Trp Cys Gly val Tyr Leu 
115 120 125 

Ala Leu Asp val Leu Phe Cys Thr ser ser lie val His Leu cys Ala 
130 135 140 

lie ser Leu Asp Arg Tyr Trp Ser val Thr Gin Ala val Glu Tyr Asn 
145 150 155 160 

Leu Lys Arg Thr Pro Arg Arg val Lys Ala Thr lie val Ala val Trp 
165 ~ 170 175 

Leu lie Ser Ala val lie ser Phe Pro Pro Leu val Ser Leu Tyr Arg 
180 185 190 

Gin Pro Asp Gly Ala Ala Tyr Pro Gin Cys Gly Leu Asn Asp Glu Thr 
195 200 205 

Trp Tyr lie Leu Ser Ser Cys lie Gly Ser Phe Phe Ala Pro Cys Leu 
210 215 220 

lie Met Gly Leu Val Tyr Ala Arg lie Tyr Arg Val Ala Lys Leu Arg 
225 230 235 240 

Thr Arg Thr Leu Ser Glu Lys Arg Ala Pro Val Gly Pro Asp Gly Ala 
245 250 255 

Ser Pro Thr Thr Glu Asn Gly Leu Gly Ala Ala Ala Gly Ala Gly Glu 
260 265 270 
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Asn Gly His Cys Ala Pro Pro Pro Ala Asp Val Glu Pro Asp Glu ser 
275 280 285 

Ser Ala Ala Ala Glu Arg Arg Arg Arg Arg Gly Ala Leu Arg Arg Gly 
290 295 300 

Gly Arg Arg Arg Ala Gly Ala Glu Gly Gly Ala Gly Gly Ala Asp Gly 
305 310 315 320 

Gin Gly Ala Ala Glu ser Gly Ala Leu Thr Ala ser Arg Ser Pro Gly 
325 330 335 

Pro Gly Gly Arg Leu ser Arg Ala Ser Ser Arg Ser Val Glu Phe Phe 
340 ~ 345 ~ 350 

Leu Ser Arg Arg Arg Arg Ala Arg Ser ser val Cys Arg Arg Lys Val 
355 360 365 

Ala Gin Ala Arg Glu Lys Arg Phe Thr Phe Val Leu Ala Val val Met 
370 375 380 

Gly val Phe Val Leu Cys Trp Phe Pro Phe Phe Phe Ser Tyr Ser Leu - 
385 390 395 400 

Tyr Gly lie Cys Arg Glu Ala Cys Gin Val Pro Gly Pro Leu Phe Lys 
405 410 * 415 

Phe Phe Phe Trp lie Gly Tyr Cys Asn ser ser Leu Asn Pro val lie 
420 425 430 

Tyr Thr val Phe Asn Gin Asp Phe Arg Arg ser Phe Lys His lie Leu 
435 440 445 

Phe Arg Arg Arg Arg Arg Gly Phe Arg Gin 
450 ' ^ 455 

<210> 8 

<211> 4 

<212> PRT 

<213> homo sapiens 

<400> 8 

Gly Ala Ala Glu 
1 

<210> 9 

<211> 1431 

<212> DNA 

<213> homo sapiens 

<400> 9 

atgggcgcgg gggtgctcgt cctgggcgcc tccgagcccg gtaacctgtc gtcggccgca 60 
ccgctccccg acggcgcggc caccgcggcg cggctgctgg tgcccgcgtc gccgcccgcc 120 
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tcgttgctgc 


ctcccgccag 


cgaaagcccc 


gagccgctgt 


ctcagcagtg 


gacagcgggc 


180 


atgggtctgc 


tgatggcgct 


catcgtgctg 


ctcatcgtgg 


cgggcaatgt 


gctggtgatc 


240 


gtggccatcg 


ccaagacgcc 


gcggctgcag 


acgctcacca 


acctcttcat 


catgtccctg 


300 


gccagcgccg 


acctggtcat 


ggggctgctg 


gtggtgccgt 


tcggggccac 


catcgtggtg 


360 


tggggccgct 


gggagtacgg 


ctccttcttc 


tgcgagctgt 


ggacctcagt 


ggacgtgctg 


420 


tgcgtgacgg 


ccagcatcga 


gaccctgtgt 


gtcattgccc 


tggaccgcta 


cctcgccatc 


480 


acctcgccct 


tccgctacca 


gagcctgctg 


acgcgcgcgc 


gggcgcgggg 


cctcgtgtgc 


540 


accgtgtggg 


ccatctcggc 


cctggtgtcc 


ttcctgccca 


tcctcatgca 


ctggtggcgg 


600 


gcggagagcg 


acgaggcgcg 


ccgctgctac 


aacgacccca 


agtgctgcga 


cttcgtcacc 


660 


aaccgggcct 


acgccatcgc 


ctcgtccgta 


gtctccttct 


acgtgcccct 


gtgcatcatg 


720 


gccttcgtgt 


acctgcgggt 


gttccgcgag 


gcccagaagc 


aggtgaagaa 


gatcgacagc 


780 


tgcgagcgcc 


gtttcctcgg 


cggcccagcg 


cggccgccct 


cgccctcgcc 


ctcgcccgtc 


840 


cccgcgcccg 


cgccgccgcc 


cggacccccg 


cgccccgccg 


ccgccgccgc 


caccgccccg 


900 


ctggccaacg 


ggcgtgcggg 


taagcggcgg 


ccctcgcgcc 


tcgtggccct 


acgcgagcag 


960 


aaggcgctca 


agacgctggg 


catcatcatg 


ggcgtcttca 


cgctctgctg 


gctgcccttc 


1020 


ttcctggcca 


acgtggtgaa 


ggccttccac 


cgcgagctgg 


tgcccgaccg 


cctcttcgtc 


1080 


ttcttcaact 


ggctgggcta 


cgccaactcg 


gccttcaacc 


ccatcatcta 


ctgccgcagc 


1140 


cccgacttcc 


gcaaggcctt 


ccagggactg 


ctctgctgcg 


cgcgcagggc 


tgcccgccgg 


1200 


cgccacgcga 


cccacggaga 


ccggccgcgc 


gcctcgggct 


gtctggcccg 


gcccggaccc 


1260 


ccgccatcgc 


ccggggccgc 


ctcggacgac 


gacgacgacg 


atgtcgtcgg 


ggccacgccg 


1320 


cccgcgcgcc 


tgctggagcc 


ctgggccggc 


tgcaacggcg 


gggcggcggc 


ggacagcgac 


1380 


tcgagcctgg 


acgagccgtg 


ccgccccggc 


ttcgcctcgg 


aatccaaggt 


g 


1431 



<210> 10 

<211> 477 

<212> PRT 

<213> homo sapiens 

<400> 10 

Met Gly Ala Gly Val Leu val Leu Gly Ala ser Glu Pro Gly Asn Leu 
1 5 10 15 

Ser Ser Ala Ala Pro Leu Pro Asp Gly Ala Ala Thr Ala Ala Arg Leu 
20 25 30 

Leu Val Pro Ala Ser Pro Pro Ala Ser Leu Leu Pro Pro Ala Ser Glu 
35 40 45 

Ser Pro Glu Pro Leu Ser Gin Gin Trp Thr Ala Gly Met Gly Leu Leu 
50 55 60 

Met Ala Leu lie val Leu Leu lie val Ala Gly Asn val Leu val lie 



7/12 



WO 2004/023101 PCT/US2003/028135 

65 70 75 80 

Val Ala lie Ala Lys Thr Pro Arg Leu Gin Thr Leu Thr Asn Leu Phe 
85 ~ 90 95 

lie Met ser Leu Ala Ser Ala Asp Leu val Met Gly Leu Leu val val 
100 105 110 

Pro Phe Gly Ala Thr lie Val Val Trp Gly Arg Trp Glu Tyr Gly ser 
115 120 125 

Phe Phe Cys Glu Leu Trp Thr ser Val Asp Val Leu Cys Val Thr Ala 
130 135 140 

Ser lie Glu Thr Leu Cys Val lie Ala Leu Asp Arg Tyr Leu Ala lie 
145 150 155 160 

Thr ser Pro Phe Arg Tyr Gin Ser Leu Leu Thr Arg Ala Arg Ala Arg 
165 170 175 

Gly Leu val Cys Thr val Trp Ala lie ser Ala Leu val ser Phe Leu 
180 185 190 

Pro lie Leu Met His Trp Trp Arg Ala Glu Ser Asp Glu Ala Arg Arg 
195 200 205 

Cys Tyr Asn Asp Pro Lys Cys Cys Asp Phe Val Thr Asn Arg Ala Tyr 
210 215 220 

Ala lie Ala ser ser val val Ser Phe Tyr val Pro Leu Cys lie Met 
225 230 235 240 

Ala Phe val Tyr Leu Arg val Phe Arg Glu Ala Gin Lys Gin Val Lys 
245 250 255 

Lys lie Asp ser Cys Glu Arg Arg Phe Leu Gly Gly Pro Ala Arg Pro 
260 265 270 

Pro Ser Pro Ser Pro Ser Pro Val Pro Ala Pro Ala Pro Pro Pro Gly 
275 280 285 

Pro Pro Arg pro Ala Ala Ala Ala Ala Thr Ala pro Leu Ala Asn Gly 
290 ~ 295 300 

Arg Ala Gly Lys Arg Arg Pro Ser Arg Leu Val Ala Leu Arg Glu Gin 
305 310 315 320 

Lys Ala Leu Lys Thr Leu Gly lie He Met Gly val Phe Thr Leu cys 
325 330 335 

Trp Leu Pro Phe Phe Leu Ala Asn Val val Lys Ala Phe His Arg Glu 
340 345 350 
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Leu Val Pro Asp Arg Leu Phe val Phe Phe Asn Trp Leu Gly Tyr Ala 
355 360 365 

Asn Ser Ala Phe Asn Pro lie lie Tyr Cys Arg Ser Pro Asp Phe Arg 
370 375 380 

Lys Ala Phe Gin Gly Leu Leu cys Cys Ala Arg Arg Ala Ala Arg Arg 
385 390 395 400 

Arg His Ala Thr His Gly Asp Arg Pro Arg Ala Ser Gly cys Leu Ala 
405 ~ 410 415 

Arg Pro Gly Pro Pro Pro ser Pro Gly Ala Ala ser Asp Asp Asp Asp 
420 425 430 

Asp Asp val Val Gly Ala Thr Pro Pro Ala Arg Leu Leu Glu Pro Trp 
435 * 440 ~ 445 

Ala Gly Cys Asn Gly Gly Ala Ala Ala Asp ser Asp ser Ser Leu Asp 
450 455 460 

Glu Pro Cys Arg Pro Gly Phe Ala Ser Glu ser Lys val 
465 470 475 

<210> 11 

<211> 1431 

<212> DNA 

<213> homo sapiens 

<400> 11 

atgggcgcgg gggtgctcgt 
ccgctccccg acggcgcggc 
tcgttgctgc ctcccgccag 
atgggtctgc tgatggcgct 
gtggccatcg ccaagacgcc 
gccagcgccg acctggtcat 
tggggccgct gggagtacgg 
tgcgtgacgg ccagcatcga 
acctcgccct tccgctacca 
accgtgtggg ccatctcggc 
gcggagagcg acgaggcgcg 
aaccgggcct acgccatcgc 
gccttcgtgt acctgcgggt 
tgcgagcgcc gtttcctcgg 
cccgcgcccg cgccgccgcc 
ctggccaacg ggcgtgcggg 



cctgggcgcc 


tccgagcccg 


gtaacctgtc 


gtcggccgca 


60 


caccgcggcg 


cggctgctgg 


tgcccgcgtc 


gccgcccgcc 


120 


cgaaagcccc 


gagccgctgt 


ctcagcagtg 


gacagcgggc 


180 


catcgtgctg 


ctcatcgtgg 


cgggcaatgt 


gctggtgatc 


240 


gcggctgcag 


acgctcacca 


acctcttcat 


catgtccctg 


300 


ggggctgctg 


gtggtgccgt 


tcggggccac 


catcgtggtg 


360 


ctccttcttc 


tgcgagctgt 


ggacctcagt 


ggacgtgctg 


420 


gaccctgtgt 


gtcattgccc 


tggaccgcta 


cctcgccatc 


480 


gagcctgctg 


acgcgcgcgc 


gggcgcgggg 


cctcgtgtgc 


540 


cctggtgtcc 


ttcctgccca 


tcctcatgca 


ctggtggcgg 


600 


ccgctgctac 


aacgacccca 


agtgctgcga 


cttcgtcacc 


660 


ctcgtccgta 


gtctccttct 


acgtgcccct 


gtgcatcatg 


720 


gttccgcgag 


gcccagaagc 


aggtgaagaa 


gatcgacagc 


780 


cggcccagcg 


cggccgccct 


cgccctcgcc 


ctcgcccgtc 


840 


cggacccccg 


cgccccgccg 


ccgccgccgc 


caccgccccg 


900 


taagcggcgg 


ccctcgcgcc 


tcgtggccct 


acgcgagcag 


960 
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aaggcgctca 


agacgctggg 


catcatcatg 


ggcgtcttca 


cgctctgctg 


gctgcccttc 


1020 


ttcctggcca 


acgtggtgaa 


ggccttccac 


cgcgagctgg 


tgcccgaccg 


cctcttcgtc 


1080 


ttcttcaact 


ggctgggcta 


cgccaactcg 


gccttcaacc 


ccatcatcta 


ctgccgcagc 


1140 


cccgacttcc 


gcaaggcctt 


ccagcgactg 


ctctgctgcg 


cgcgcagggc 


tgcccgccgg 


1200 


cgccacgcga 


cccacggaga 


ccggccgcgc 


gcctcgggct 


gtctggcccg 


gcccggaccc 


1260 


ccgccatcgc 


ccggggccgc 


ctcggacgac 


gacgacgacg 


atgtcgtcgg 


ggccacgccg 


1320 


cccgcgcgcc 


tgctggagcc 


ctgggccggc 


tgcaacggcg 


gggcggcggc 


ggacagcgac 


1380 


tcgagcctgg 


acgagccgtg 


ccgccccggc 


ttcgcctcgg 


aatccaaggt 


9 


1431 



<210> 12 

<211> 477 

<212> PRT 

<213> homo sapiens 

<400> 12 

Met Gly Ala Gly Val Leu Val Leu Gly Ala Ser Glu Pro Gly Asn Leu 
15 10 15 

Ser Ser Ala Ala Pro Leu Pro Asp Gly Ala Ala Thr Ala Ala Arg Leu 
20 25 30 

Leu val Pro Ala Ser Pro Pro Ala ser Leu Leu Pro Pro Ala Ser Glu 
35 40 45 

Ser Pro Glu Pro Leu Ser Gin Gin Trp Thr Ala Gly Met Gly Leu Leu 
50 55 60 

Met Ala Leu lie val Leu Leu lie val Ala Gly Asn Val Leu val lie 
65 70 75 80 

Val Ala lie Ala Lys Thr Pro Arg Leu Gin Thr Leu Thr Asn Leu Phe 
85 90 95 

lie Met ser Leu Ala Ser Ala Asp Leu Val Met Gly Leu Leu Val val 
100 105 110 

Pro Phe Gly Ala Thr lie val val Trp Gly Arg Trp Glu Tyr Gly Ser 
115 120 125 

Phe Phe cys Glu Leu Trp Thr ser Val Asp val Leu cys val Thr Ala 
130 135 140 

Ser lie Glu Thr Leu Cys Val lie Ala Leu Asp Arg Tyr Leu Ala lie 
145 150 155 160 

Thr Ser Pro Phe Arg Tyr Gin Ser Leu Leu Thr Arg Ala Arg Ala Arg 
165 170 175 



Gly Leu val Cys Thr Val Trp Ala lie Ser Ala Leu val Ser Phe Leu 
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180 



185 



190 



Pro lie Leu Met His Trp Trp Arg Ala Glu ser Asp Glu Ala Arg Arg 
195 200 205 



Cys Tyr Asn Asp Pro Lys cys Cys Asp Phe val Thr Asn Arg Ala Tyr 
210 215 220 



Ala lie Ala Ser Ser Val Val Ser Phe Tyr val Pro Leu cys lie Met 
225 230 235 240 



Ala Phe Val Tyr Leu Arg Val Phe Arg Glu Ala Gin Lys Gin Val Lys 
245 250 255 



Lys lie Asp Ser Cys Glu Arg Arg Phe Leu Gly Gly Pro Ala Arg Pro 
260 ~ 265 270 



Pro Ser Pro Ser Pro ser Pro Val Pro Ala Pro Ala Pro Pro Pro Gly 
275 280 285 



Pro Pro Arg Pro Ala Ala Ala Ala Ala Thr Ala Pro Leu Ala Asn Gly 
290 295 300 



Arg Ala Gly Lys Arg Arg Pro Ser Arg Leu val Ala Leu Arg Glu Gin 
305 310 ~ 315 " 320 



Lys Ala Leu Lys Thr Leu Gly lie lie Met Gly val Phe Thr Leu cys 
325 330 335 



Trp Leu Pro Phe Phe Leu Ala Asn val val Lys Ala Phe His Arg Glu 
340 345 350 



Leu val Pro Asp Arg Leu Phe Val Phe Phe Asn Trp Leu Gly Tyr Ala 
355 ~ 360 365 



Asn ser Ala Phe Asn Pro lie lie Tyr Cys Arg Ser Pro Asp Phe 
370 375 380 



Lys Ala Phe Gin Arg Leu Leu Cys Cys Ala Arg Arg Ala Ala Arg Arg 
385 390 395 400 



Arg His Ala Thr His Gly Asp Arg Pro Arg Ala Ser Gly Cys Leu Ala 
405 410 415 



Arg pro Gly Pro Pro Pro Ser Pro Gly Ala Ala Ser Asp Asp Asp Asp 
420 425 430 



Asp Asp Val val Gly Ala Thr Pro Pro Ala Arg Leu Leu Glu Pro Trp 
435 440 ~ 445 



Ala Gly cys Asn Gly Gly Ala Ala Ala Asp ser Asp ser ser Leu Asp 



450 



455 



460 
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Glu Pro Cys Arg Pro Gly Phe Ala ser Glu ser Lys val 
465 ~ 470 475 

<210> 13 

<211> 29 

<212> DNA 

<213> homo sapiens 

<400> 13 

acgggcaggg ggcggggccg ggggcggct 29 

<210> 14 

<211> 17 

<212> DNA 

<213> homo sapiens 

<400> 14 

acgggcaggg ggcggct 17 

<210> 15 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 15 

gccttccagg gactgctct 19 

<210> 16 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 16 

gccttccagc gactgctct 19 
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